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ABSTRACT 
In tropical countries, the diagnosis of viral infections of humans or 
animals is often hampered by the necessity to maintain a cold chain for 
the sample preservation up to the laboratory. Here, we describe the use of 
filter papers for rapid sample collection, and the molecular detection and 
genotyping of viruses when stored over long periods at elevated 
temperatures . Infected blood was collected on filter papers, dried and 
stored at different temperatures (22, 32 and 37°C) for various period of 
time (up to 9 months). Two animal viruses, African swine fever, a large 
double-stranded DNA virus and Peste des Petits Ruminants, a negative 
single-stranded RNA virus were used to validate the method. Filter 
papers, with dried blood containing virus or control plasmid DNA, were 
eut in small 5 mm2 pieces and added directly to the PCR tube for 
conventional PCR. Nucleic acid from both viruses could still be detected 
after 3 months at 32°C. Moreover, the DNA virus could be detected at 
least 9 months after conservation at 3 7°C. PCR products obtained from 
the filter papers were sequenced and phylogenetic analysis carried out. 
The results were consistent with published sequences, demonstrating that 
this method can be used for virus genotyping. 
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